Protein Structure & Molecular Enzymology 


Vol. 1252, 1995 


ELSEVIER 


Andreu, J.M., see Encinas, M.V. (1252) 23 

Armes, L.G., see Theodorakis, J.L. (1252) 114 

Azuaga, A.1., Conejero-Lara, F., Rivas, G., De Filippis, V., Fontana, A. 
and Mateo, P.L. 
The thermodynamics of association and unfolding of the 205-316 
C-terminal fragment of thermolysin (1252) 95 


Barata, B.A.S., see Zhelyaskov, V. (1252) 300 

Benedito, E., Jiménez-Cervantes, C., Cubillana, J.D., Solano, F., Lozano, 
J.A. and Garcia-Borrén, J.C. 
Biochemical characterization of the melanogenic system in the eye of 
adult rodents (1252) 217 

Bergemann, S., see Hermel, H. (1252) 79 

Bicout, D.J., Field, M.J., Gouet, P. and Jouve, H.M. 
Simulations of electron transfer in the NADPH-bound catalase from 
Proteus mirabilis PR (1252) 172 

Bird, P., see Sun, J. (1252) 28 

Blennow, A., Surin, B.P., Ehring, H.. McLennan, N.F. and Spangfort, 
M.D. 
Isolation and biochemical characterization of highly purified Es- 
cherichia coli molecular chaperone Cpn60 (GroEL) by affinity chro- 
matography and urea-induced monomerization (1252) 69 

Brands, C.M.J., see Maste, M.C.L. (1252) 261 

Buck, L.M., see Ford, S.R. (1252) 180 


Cardemil, E., see Encinas, M.V. (1252) 23 
Carver, J.A., Guerreiro, N., Nicholls, K.A. and Truscott, R.J.W. 
On the interaction of a-crystallin with unfolded proteins (1252) 251 
Conejero-Lara, F., see Azuaga, A.1. (1252) 95 
Coughlin, P., see Sun, J. (1252) 28 
Cubillana, J.D., see Benedito, E. (1252) 217 


Davidson, V.L. and Jones, L.H. 
Reaction mechanism for the inactivation of the quinoprotein meth- 
ylamine dehydrogenase by phenylhydrazine (1252) 146 

Debabov, V.G., see Komissarov, A.A. (1252) 239 

De Caro, A., see De Caro, J. (1252) 321 

De Caro, J., Ferrato, F., Verger, R. and De Caro, A. 
Purification and molecular characterization of lamb pregastric lipase 
(1252) 321 

De Filippis, V.. see Azuaga, A.I. (1252) 95 

Deprez, P.N., Signorelli, J. and Inestrosa, N.C. 
Effect of protamine on the solubilization of collagen-tailed acetyl- 
cholinesterase: potential heparin-binding consensus sequences in the 
tail of the enzyme (1252) 53 

De Rossi, U., see Hermel, H. (1252) 79 

Diaz, J.F., see Encinas, M.V. (1252) 23 

Dixon, H.B.F., see Stevens, J. (1252) 195 

Dowd, S.R., Pratt, E.A., Sun, Z.-Y. and Ho, C. 
Nature and environment of the sulfhydryls of membrane-associated 
D-lactate dehydrogenase of Escherichia coli (1252) 278 

Dowd, S.R., see Sun, Z.-Y. (1252) 269 


Egmond, M.R., see Maste, M.C.L. (1252) 261 

Ehring, H., see Blennow, A. (1252) 69 

Encinas, M.V., Olsen, L.R.. Diaz, J.F.. Andreu, J.M., Goldie, H. and 
Cardemil, E. 


Biochimica 
et Biophysica Acta 


Author Index 


Circular dichroism and Fourier transform infrared spectroscopic stud- 

ies on the secondary structure of Saccharomyces cerevisiae and 

Escherichia coli phosphoenol pyruvate carboxykinases (1252) 23 
Eswaran, D., Showkat Ali, M., Shenoy, B.C., Korotchkina, L.G., Roche, 

T.E. and Patel, M.S. 

Arginine-239 in the beta subunit is at or near the active site of bovine 

pyruvate dehydrogenase (1252) 203 


Fan, Y.-x., Ju, M., Zhou, J.-m. and Tsou, C.-1. 
Activation of chicken liver dihydrofolate reductase in concentrated 
urea solutions (1252) 151 

Farruggia, B., Garcia, F. and Picé, G. 
Structural features of the hydroxy- and keto-disubstituted bile salts: 
human serum albumin binding (1252) 59 

Felix, C., see Sun, Z.-Y. (1252) 269 

Fernandez-Ballester, G., see Gasset, M. (1252) 126 

Ferrato, F., see De Caro, J. (1252) 321 

Fetzner, S., see Rosche, B. (1252) 177 

Field, M.J., see Bicout, DJ. (1252) 172 

Fontana, A., see Azuaga, A.1. (1252) 95 

Ford, S.R., Buck, L.M. and Leach, F.R. 
Does the sulfhydryl or the adenine moiety of CoA enhance firefly 
luciferase activity? (1252) 180 

Furcht, L.T., see Hansen, L.K. (1252) 135 


Garber, E.A.E., see Theodorakis, J.L. (1252) 103 

Garcia-Borrén, J.C., see Benedito, E. (1252) 217 

Garcia, F., see Farruggia, B. (1252) 59 

Gasset, M., Manchento, J.M., Lacadena, J.. Martinez del Pozo, A.. 
Ojjaderra, M. and Gavilanes, J.G. 
Spectroscopic characterization of the alkylated a-sarcin cytotoxin: 
analysis of the structural requirements for the protein—lipid bilayer 
hydrophobic interaction (1252) 43 

Gasset, M., Manchefio, J.M., Laynez, J., Lacadena, J., Fernandez-Balles- 
ter, G., Martinez del Pozo, A., Ofiaderra, M. and Gavilanes, J.G. 
Thermal unfolding of the cytotoxin a-sarcin: phospholipid binding 
induces destabilization of the protein structure (1252) 126 

Gavilanes, J.G., see Gasset, M. (1252) 126 

Gavilanes, J.G., see Gasset, M. (1252) 43 

Gerig, J.T., see Sylvia, L.A. (1252) 225 

Goldie, H., see Encinas, M.V. (1252) 23 

Gouet, P., see Bicout, D.J. (1252) 172 

Guerreiro, N., see Carver, J.A. (1252) 251 


Halling, P.J., see Rosell, C.M. (1252) 158 

Hansen, L.K., Leary, J.J., Skubitz, A.P.N., Furcht, L.T. and McCarthy, 
J.B. 
Identification of a homologous heparin binding peptide sequence 
present in fibronectin and the 70 kDa family of heat-shock proteins 
(1252) 135 

Hermel, H., Héltje, H.-D., Bergemann, S., De Rossi, U. and Kriwanek, J. 
Band-shifting through polypeptide B-sheet structures in the cyanine 
UV-Vis spectrum (1252) 79 

Hibiya, Y., see Nishihira. J. (1252) 233 

Higashiyama, T., see Sakamoto, Y. (1252) 209 

Hirao, Y., see Suzuki, T. (1252) 189 


334 
' 
- 
2 | 
? 
5 


Protein Structure & Molecular Enzymology 


Vol. 1252, 1995 


ELSEVIER 


Andreu, J.M., see Encinas, M.V. (1252) 23 

Armes, L.G., see Theodorakis, J.L. (1252) 114 

Azuaga, A.1., Conejero-Lara, F., Rivas, G., De Filippis, V., Fontana, A. 
and Mateo, P.L. 
The thermodynamics of association and unfolding of the 205-316 
C-terminal fragment of thermolysin (1252) 95 


Barata, B.A.S., see Zhelyaskov, V. (1252) 300 

Benedito, E., Jiménez-Cervantes, C., Cubillana, J.D., Solano, F., Lozano, 
J.A. and Garcia-Borrén, J.C. 
Biochemical characterization of the melanogenic system in the eye of 
adult rodents (1252) 217 

Bergemann, S., see Hermel, H. (1252) 79 

Bicout, D.J., Field, M.J., Gouet, P. and Jouve, H.M. 
Simulations of electron transfer in the NADPH-bound catalase from 
Proteus mirabilis PR (1252) 172 

Bird, P., see Sun, J. (1252) 28 

Blennow, A., Surin, B.P., Ehring, H.. McLennan, N.F. and Spangfort, 
M.D. 
Isolation and biochemical characterization of highly purified Es- 
cherichia coli molecular chaperone Cpn60 (GroEL) by affinity chro- 
matography and urea-induced monomerization (1252) 69 

Brands, C.M.J., see Maste, M.C.L. (1252) 261 

Buck, L.M., see Ford, S.R. (1252) 180 


Cardemil, E., see Encinas, M.V. (1252) 23 
Carver, J.A., Guerreiro, N., Nicholls, K.A. and Truscott, R.J.W. 
On the interaction of a-crystallin with unfolded proteins (1252) 251 
Conejero-Lara, F., see Azuaga, A.1. (1252) 95 
Coughlin, P., see Sun, J. (1252) 28 
Cubillana, J.D., see Benedito, E. (1252) 217 


Davidson, V.L. and Jones, L.H. 
Reaction mechanism for the inactivation of the quinoprotein meth- 
ylamine dehydrogenase by phenylhydrazine (1252) 146 

Debabov, V.G., see Komissarov, A.A. (1252) 239 

De Caro, A., see De Caro, J. (1252) 321 

De Caro, J., Ferrato, F., Verger, R. and De Caro, A. 
Purification and molecular characterization of lamb pregastric lipase 
(1252) 321 

De Filippis, V.. see Azuaga, A.I. (1252) 95 

Deprez, P.N., Signorelli, J. and Inestrosa, N.C. 
Effect of protamine on the solubilization of collagen-tailed acetyl- 
cholinesterase: potential heparin-binding consensus sequences in the 
tail of the enzyme (1252) 53 

De Rossi, U., see Hermel, H. (1252) 79 

Diaz, J.F., see Encinas, M.V. (1252) 23 

Dixon, H.B.F., see Stevens, J. (1252) 195 

Dowd, S.R., Pratt, E.A., Sun, Z.-Y. and Ho, C. 
Nature and environment of the sulfhydryls of membrane-associated 
D-lactate dehydrogenase of Escherichia coli (1252) 278 

Dowd, S.R., see Sun, Z.-Y. (1252) 269 


Egmond, M.R., see Maste, M.C.L. (1252) 261 

Ehring, H., see Blennow, A. (1252) 69 

Encinas, M.V., Olsen, L.R.. Diaz, J.F.. Andreu, J.M., Goldie, H. and 
Cardemil, E. 


Biochimica 
et Biophysica Acta 


Author Index 


Circular dichroism and Fourier transform infrared spectroscopic stud- 

ies on the secondary structure of Saccharomyces cerevisiae and 

Escherichia coli phosphoenol pyruvate carboxykinases (1252) 23 
Eswaran, D., Showkat Ali, M., Shenoy, B.C., Korotchkina, L.G., Roche, 

T.E. and Patel, M.S. 

Arginine-239 in the beta subunit is at or near the active site of bovine 

pyruvate dehydrogenase (1252) 203 


Fan, Y.-x., Ju, M., Zhou, J.-m. and Tsou, C.-1. 
Activation of chicken liver dihydrofolate reductase in concentrated 
urea solutions (1252) 151 

Farruggia, B., Garcia, F. and Picé, G. 
Structural features of the hydroxy- and keto-disubstituted bile salts: 
human serum albumin binding (1252) 59 

Felix, C., see Sun, Z.-Y. (1252) 269 

Fernandez-Ballester, G., see Gasset, M. (1252) 126 

Ferrato, F., see De Caro, J. (1252) 321 

Fetzner, S., see Rosche, B. (1252) 177 

Field, M.J., see Bicout, DJ. (1252) 172 

Fontana, A., see Azuaga, A.1. (1252) 95 

Ford, S.R., Buck, L.M. and Leach, F.R. 
Does the sulfhydryl or the adenine moiety of CoA enhance firefly 
luciferase activity? (1252) 180 

Furcht, L.T., see Hansen, L.K. (1252) 135 


Garber, E.A.E., see Theodorakis, J.L. (1252) 103 

Garcia-Borrén, J.C., see Benedito, E. (1252) 217 

Garcia, F., see Farruggia, B. (1252) 59 

Gasset, M., Manchento, J.M., Lacadena, J.. Martinez del Pozo, A.. 
Ojjaderra, M. and Gavilanes, J.G. 
Spectroscopic characterization of the alkylated a-sarcin cytotoxin: 
analysis of the structural requirements for the protein—lipid bilayer 
hydrophobic interaction (1252) 43 

Gasset, M., Manchefio, J.M., Laynez, J., Lacadena, J., Fernandez-Balles- 
ter, G., Martinez del Pozo, A., Ofiaderra, M. and Gavilanes, J.G. 
Thermal unfolding of the cytotoxin a-sarcin: phospholipid binding 
induces destabilization of the protein structure (1252) 126 

Gavilanes, J.G., see Gasset, M. (1252) 126 

Gavilanes, J.G., see Gasset, M. (1252) 43 

Gerig, J.T., see Sylvia, L.A. (1252) 225 

Goldie, H., see Encinas, M.V. (1252) 23 

Gouet, P., see Bicout, D.J. (1252) 172 

Guerreiro, N., see Carver, J.A. (1252) 251 


Halling, P.J., see Rosell, C.M. (1252) 158 

Hansen, L.K., Leary, J.J., Skubitz, A.P.N., Furcht, L.T. and McCarthy, 
J.B. 
Identification of a homologous heparin binding peptide sequence 
present in fibronectin and the 70 kDa family of heat-shock proteins 
(1252) 135 

Hermel, H., Héltje, H.-D., Bergemann, S., De Rossi, U. and Kriwanek, J. 
Band-shifting through polypeptide B-sheet structures in the cyanine 
UV-Vis spectrum (1252) 79 

Hibiya, Y., see Nishihira. J. (1252) 233 

Higashiyama, T., see Sakamoto, Y. (1252) 209 

Hirao, Y., see Suzuki, T. (1252) 189 


334 
' 
- 
2 | 
? 
5 


Ho, C., see Dowd, S.R. (1252) 278 
Ho, C., see Sun, Z.-Y. (1252) 269 
Hiltje, H.-D., see Hermel, H. (1252) 79 
Horowitz, P.M., see Luo, G.-X. (1252) 165 
Hua, S., see Luo, G.-X. (1252) 165 

Hyde, J.S., see Sun, Z.-Y. (1252) 269 


Ibuka, A., see Tonozuka, T. (1252) 35 
Inestrosa, N.C., see Deprez, P.N. (1252) 53 
Ito, O., see Nakano, R. (1252) 245 


Jiménez-Cervantes, C., see Benedito, E. (1252) 217 
Jones, L.H., see Davidson, V.L. (1252) 146 

Jouve, H.M., see Bicout, D.J. (1252) 172 

Ju. M., see Fan, Y.-x. (1252) 151 


Kitamura, K., see Sakamoto, Y. (1252) 209 

Komissarov, A.A. and Debabov, V.G. 
Modification with tetranitromethane of an essential tyrosine residue in 
uridine phosphorylase from Escherichia coli (1252) 239 

Konami, H., see Nakano, R. (1252) 245 

Korotchkina, L.G., see Eswaran, D. (1252) 203 

Kriwanek, J.. see Hermel, H. (1252) 79 

Kumazaki, T.. see Nishihira, J. (1252) 233 


Lacadena, J., see Gasset, M. (1252) 126 

Lacadena, J., see Gasset, M. (1252) 43 

Laurell, C.-B., see Sakamoto, Y. (1252) 209 

Laynez, J., see Gasset, M. (1252) 126 

Leach, F.R., see Ford, S.R. (1252) 180 

LeGall, J., see Zhelyaskov, V. (1252) 300 

Liao, S.-Y., Ong, G.-T., Wang, K.-T. and Wu, S.-H. 
Conformation of polymyxin B analogs in DMSO from NMR spectra 
and molecular modeling (1252) 312 

Ling, J., Liu, W.-y. and Wang, T.P. 
Simultaneous existence of two types of ribosome-inactivating proteins 
in the seeds of Cinnamonum camphora — characterization of the 
enzymatic activities of these cytotoxic proteins (1252) 15 

Lingens, F., see Rosche, B. (1252) 177 

Liu, W.-y., see Ling, J. (1252) 15 

Lolkema, J.S. 
Friction analysis of kinetic schemes: the friction coefficient (1252) 
284 

Lozano, J.A., see Benedito, E. (1252) 217 

Luo, G.-X., Hua, S. and Horowitz, P.M. 
Mutation in the interdomain tether influences the stability and refold- 
ing of the enzyme rhodanese (1252) 165 


Madison, J., see Sakamoto, Y. (1252) 209 

Mancheno, J.M., see Gasset, M. (1252) 126 

Manchefno, J.M., see Gasset, M. (1252) 43 

Margoliash, E., see Qin, W. (1252) 87 

Margoliash, E., see Theodorakis, J.L. (1252) 103 

Margoliash, E., see Theodorakis, J.L. (1252) 114 

Martinez del Pozo, A., see Gasset, M. (1252) 126 

Martinez del Pozo, A., see Gasset, M. (1252) 43 

Maste, M.C.L., Rinia, H.A., Brands, C.M.J.. Egmond, M.R. and Norde, 
Ww. 
Inactivation of a subtilisin in colloidal systems (1252) 261 

Mateo, P.L., see Azuaga, A.I. (1252) 95 

Matsuzawa, H., see Tonozuka, T. (1252) 35 

McCarthy, J.B., see Hansen, L.K. (1252) 135 

McCracken, J., see Theodorakis, J.L. (1252) 103 

McLennan, N.F., see Blennow, A. (1252) 69 

Mogi, S.-i., see Tonozuka, T. (1252) 35 

Moura, J.J.G., see Zhelyaskov, V. (1252) 300 


Author Index 


Nakano, R., Konami, H., Sato, H., Ito, Q. and Shimizu, T. 
Marked detergents effects on safranine T-mediated photo-induced 
electron transfer in cytochrome P-450 1A2 (1252) 245 

Nicholls, K.A., see Carver, J.A. (1252) 251 

Nishi, S., see Nishihira, J. (1252) 233 

Nishihira, J., Hibiya, Y., Sakai, M., Nishi, S., Kumazaki, T., Ohki, S.-y. 
and Sakamoto, W. 

The C-terminal region, Arg?°'-Gin°’, of glutathione S-transferase P 
contributes to stability of the active-site conformation (1252) 233 

Nitschke, W., see Rosche, B. (1252) 177 

Nomura, M., see Sakamoto, Y. (1252) 209 

Norde, W., see Maste, M.C.L. (1252) 261 


201 


O Fagain, C. 
Understanding and increasing protein stability (1252) | 
Ohki, S.-y., see Nishihira, J. (1252) 233 
Ohta, T., see Tonozuka, T. (1252) 35 
O'Leary, J.J., see Hansen, L.K. (1252) 135 
Olsen, L.R., see Encinas, M.V. (1252) 23 
Ofaderra, M., see Gasset, M. (1252) 126 
Ofiaderra, M., see Gasset, M. (1252) 43 
Ong, G.-T., see Liao, S.-Y. (1252) 312 


Patel, M.S., see Eswaran, D. (1252) 203 

Peisach, J., see Theodorakis, J.L. (1252) 103 

Peyton, D.H., see Yee, S. (1252) 295 

Phillips, A., Pretorius, G.H.J. and Van Rensburg, H.G. 
Molecular characterization of a Galactomyces geotrichum lipase, 
another member of the cholinesterase /lipase family (1252) 305 

Picé, G., see Farruggia, B. (1252) 59 

Plotkin, B., see Qin, W. (1252) 87 

Pratt, E.A., see Dowd, S.R. (1252) 278 

Pretorius, G.H.J., see Phillips, A. (1252) 305 

Putnam, F.W., see Sakamoto, Y. (1252) 209 


Qin, W., Sanishvili, R., Plotkin, B., Schejter, A. and Margoliash, E. 
The role of histidines 26 and 33 in the structural stabilization of 
cytochrome c (1252) 87 


Riedel, A., see Rosche, B. (1252) 177 

Rinia, H.A., see Maste, M.C.L. (1252) 261 

Rivas, G., see Azuaga, A.1. (1252) 95 

Roche, T.E., see Eswaran, D. (1252) 203 

Rosche, B., Fetzner, S.. Lingens, F., Nitschke, W. and Riedel, A. 
The 2Fe2S centres of the 2-oxo-1,2-dihydroquinoline 8-monooxygen- 
ase from Pseudomonas putida 86 studied by EPR spectroscopy 
(1252) 177 

Rosell, C.M., Vaidya, A.M. and Halling, PJ. 
Prediction of denaturing tendency of organic solvents in mixtures 
with water by measurement of naphthalene solubility (1252) 158 


Sakai, H., see Tonozuka, T. (1252) 35 

Sakai, M., see Nishihira, J. (1252) 233 

Sakamoto, W., see Nishihira, J. (1252) 233 

Sakamoto, Y., Kitamura, K., Madison, J., Watkins, S., Laurell, C.-B., 
Nomura, M., Higashiyama, T. and Putnam, F.W. 
Structural study of the glycosylated and unglycosylated forms of a 
genetic variant of human serum albumin (63 Asp — Asn) (1252) 209 

Sakano, Y., see Tonozuka, T. (1252) 35 

Salem, H.H., see Sun, J. (1252) 28 

Sanishvili, R., see Qin, W. (1252) 87 

Sato, H., see Nakano, R. (1252) 245 

Schejter, A., see Qin, W. (1252) 87 

Schejter, A., see Theodorakis, J.L. (1252) 103 

Shenoy, B.C., see Eswaran, D. (1252) 203 

Shibata, Y., see Takeuchi, F. (1252) 185 

Shimizu, T., see Nakano, R. (1252) 245 


} 
; 


336 Author Index 


Shimura, Y., see Tonozuka, T. (1252) 35 

Showkat Ali, M., see Eswaran, D. (1252) 203 

Signorelli, J., see Deprez, P.N. (1252) 53 

Skubitz, A.P.N., see Hansen, L.K. (1252) 135 

Solano, F., see Benedito, E. (1252) 217 

Spangfort, M.D., see Blennow, A. (1252) 69 

Stevens, J. and Dixon, H.B.F. 
The removal of 2—oxoacyl residues from the N-terminus of peptides 
and cystatin in non—denaturing conditions (1252) 195 

Sun, J., Coughlin, P., Salem, H.H. and Bird, P. 
Production and characterization of recombinant human proteinase 
inhibitor 6 expressed in Pichia pastoris (1252) 28 

Sun, Z.-Y., Dowd, S.R., Felix, C., Hyde, J.S. and Ho, C. 
Stopped-flow kinetic and biophysical studies of membrane-associated 
D-lactate dehydrogenase of Escherichia coli (1252) 269 

Sun, Z.-Y., see Dowd, S.R. (1252) 278 

Surin, B.P., see Blennow, A. (1252) 69 

Suzuki, T., Hirao, Y. and Vinogradov, S.N. 
Primary structure of a constituent polypeptide chain of the chloro- 
cruorin from Sabellastarte indica (1252) 189 

Sylvia, L.A. and Gerig, J.T. 
NMR studies of the a-chymotrypsin-( R)-1-acetamido-2-(4-fluoro- 
phenylethane-|-boronic acid complex at pH 7 (1252) 225 


Takeuchi, F., Tsubouchi, R., Yoshino, M. and Shibata, Y. 
Amino-acid sequence of rat liver kynureninase (1252) 185 
Theodorakis, J.L., Armes, L.G. and Margoliash, E. 
B-Thiopropionyl cytochromes c modified at lysyl residues: prepara- 
tion and characterization of the monosubstituted horse cytochromes c 
(1252) 114 
Theodorakis, J.L., Garber, E.A.E., McCracken, J., Peisach, J., Schejter, 
A. and Margoliash, E. 


A chemical modification of cytochrome-c lysines leading to changes 
in heme iron ligation (1252) 103 

Tonozuka, T., Mogi, S.-i., Shimura, Y., Ibuka, A., Sakai, H., Matsuzawa, 
H., Sakano, Y. and Ohta, T. 
Comparison of primary structures and substrate specificities of two 
pullulan-hydrolyzing a-amylases, TVA I and TVA II, from Ther- 
moactinomyces vulgaris R-47 (1252) 35 

Truscott, R.J.W., see Carver, J.A. (1252) 251 

Tsou, C.-l., see Fan, Y.-x. (1252) 151 

Tsubouchi, R., see Takeuchi, F. (1252) 185 


Vaidya, A.M., see Rosell, C.M. (1252) 158 

Van Rensburg, H.G., see Phillips, A. (1252) 305 
Verger, R., see De Caro, J. (1252) 321 
Vinogradov, S.N., see Suzuki, T. (1252) 189 


Wang, K.-T., see Liao, S.-Y. (1252) 312 
Wang, T.P., see Ling, J. (1252) 15 
Watkins, S., see Sakamoto, Y. (1252) 209 
Wu, S.-H., see Liao, S.-Y. (1252) 312 


Yee, S. and Peyton, D.H. 
Variable-temperature study of the heme-reorientation process in equine 
myoglobin (1252) 295 

Yoshino, M., see Takeuchi, F. (1252) 185 

Yue, K.T., see Zhelyaskov, V. (1252) 300 


Zhelyaskov, V., Yue, K.T., LeGall, J., Barata, B.A.S. and Moura, J.J.G. 
Resonance Raman study on the iron-sulfur centers of Desulfovibrio 
gigas aldehyde oxidoreductase (1252) 300 

Zhou, J.-m., see Fan, Y.-x. (1252) 151 


4 
| 
ine 
4 
k 
2 
3 
5 7 


> 


